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The 15th Asia-Pacific Conference of Human

Genetics HE#&GE

Resolving structural variation with
long-read sequencing to diagnose rare
diseases
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11/04 UCSC Genome Browser Workshop

11/06 Oral presentation

APSHG N-Care Project Workshop

Symposium : complex genetic disorder

Symposium : gene therapy

11/07 Symposium: ethical, legal, and social issues

Symposium : omics technology

11/08 Plenary session

Symposium : precision public health

Annual general meeting
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APSHG N-Care Project Workshop
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SYMPOSIUM : OMICS TECHNOLOGY

Towards the Clinical Implementation of HiFi Genomes
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SYMPOSIUM : PRECISION PUBLIC HEALTH
Thailand Genomic Medicine Initiative

(Prof. Vorasuk Shotelersuk — Chulalongkorn University)
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Oral presentation

ORAL PRESENTATION

Resolving structural variation;
| with long-read sequencing to|
diagnose rare diseases

Chen travel award APCHG 2025




