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Yi-An Chen, PhD
Post-Doc Fellow, Barthel Laboratory

Translational Genomics Research Institute, part of City of Hope
445 North 5th Street, Phoenix, AZ 85004

Office 602.343.8776
Email ychen@tgen.org
Web hitps:/iwww.barthel-lab.com/

Telomere, 3D genomics, Cancer research, Repeat elements

POSTER: 4083F
Ultra-long-range telomeric chromatin interactions are enriched in
cancer cells and involve repetitive elements
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